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Cluster: 0157 dvu; resid: 0.57; r/c: 26/369

x.range

upstream meme PSSM #1; e=98

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15

x.range

y.
ra
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e

upstream meme PSSM #2; e=1.8e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVU3193

modA

DVU3238

cheY−3

aor

DVU0893

DVU1178

DVU1177

DVU1675

DVU1674

DVU0035

DVU0240

selB

DVU0853

DVU1006DVU2451

DVU2523

DVU3083

DVU0246

DVU0454DVU0459

DVU0773

DVU0975

DVU2428

DVU2788

DVU3084

string
operons −200 −100 −1

response regulator: DVU3238−0.08
hypothetical protein: DVU0975−0.09

DNA−binding domain, excisionase family: DVU3193−0.09
hypothetical protein: DVU0035−0.09

transcriptional regulator, ArsR family: DVU2788−0.11
hypothetical protein: DVU1006−0.12

 transporter, periplasmic molybdenum−binding protein: DVU0177−0.24
elenocysteine−specific translation elongation factor: DVU0500−0.24

chemotaxis protein CheY: DVU3228−0.25
hypothetical protein: DVU0853−0.33
hypothetical protein: DVU0454−0.45

sphate dikinase, PEP/pyruvate binding domain protein: DVU0246−0.53
lipoprotein, putative: DVU2428−0.55

transcriptional regulator, putative: DVU3084−0.70
hypothetical protein: DVU3083−0.75
hypothetical protein: DVU0240−1.20
hypothetical protein: DVU0773−1.29

transcriptional regulator, putative: DVU1674−5.31
hypothetical protein: DVU1675−5.31

L−lactate permease family protein: DVU2451−6.21
universal stress protein family: DVU0893−6.76

hypothetical protein: DVU0459−7.45
lipoprotein, putative: DVU2523−7.54
hypothetical protein: DVU1178−9.06
hypothetical protein: DVU1177−14.11

ehyde:ferredoxin oxidoreductase, tungsten−containing: DVU1179−14.11
log10(P) upstream meme1 2 log10(P.clust)=−3.19; 26 seqs; 25 uniq

c(0.5, 2.5)
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