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Cluster: 0155 dvu; resid: 0.58; r/c: 32/369

x.range

upstream meme PSSM #1; e=380
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x.range
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upstream meme PSSM #2; e=4.4e+03
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DVU2385DVU2384

DVU2386
DVU2387

DVU2400DVU2399

DVU2389
tolQ−1

hdrC

DVU2380
DVU2379

DVU2390

DVU2398

hdrA

DVU2401
hdrB

DVU2395
DVU2394DVU2396

DVU2405

DVU1475
DVU1473DVU2382

DVU2406

DVU2397

DVU0354
DVU2162

DVU2459

folC

DVU1439

DVU1815

DVU2366 string
operons −200 −100 −1

hypothetical protein: DVU2397−0.51
hypothetical protein: DVU2398−0.51

hydrogenase, putative: DVU2399−0.51
hydrogenase, putative: DVU2400−0.51

enase, iron−sulfur cluster−binding subunit, putative: DVU2401−0.51
heterodisulfide reductase, A subunit: DVU2402−0.51
heterodisulfide reductase, B subunit: DVU2403−0.51
heterodisulfide reductase, C subunit: DVU2404−0.51

alcohol dehydrogenase, iron−containing: DVU2405−0.51
hypothetical protein: DVU2406−0.51
hypothetical protein: DVU2459−0.64

pendent transcriptional regulator/response regulator: DVU2394−2.92
sensor histidine kinase: DVU2395−2.92

alcohol dehydrogenase, iron−containing: DVU2396−2.92
hypothetical protein: DVU2162−3.12
hypothetical protein: DVU2366−4.24
hypothetical protein: DVU0354−5.15

cytochrome c oxidase, subunit I, putative: DVU1815−5.30
folylpolyglutamate synthase: DVU2882−5.69

hypothetical protein: DVU1473−7.27
hypothetical protein: DVU1439−8.39

peptidase, M16 family, putative: DVU2379−10.27
ABC transporter, ATP−binding protein: DVU2380−10.27

hypothetical protein: DVU2382−10.27
C transporter, periplasmic substrate−binding protein: DVU2384−10.27

ABC transporter, permease protein: DVU2385−10.27
ABC transporter, permease protein: DVU2386−10.27

ABC transporter, ATP−binding protein: DVU2387−10.27
tolQ protein: DVU2388−10.27

biopolymer transport protein, ExbD/TolR family: DVU2389−10.27
TonB domain protein: DVU2390−10.27
PhoU family protein: DVU1475−12.81

log10(P) upstream meme1 2 log10(P.clust)=−5.29; 32 seqs; 12 uniq
c(0.5, 2.5)
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