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Cluster: 0153 dvu; resid: 0.54; r/c: 23/360

x.range

upstream meme PSSM #1; e=0.0023
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upstream meme PSSM #2; e=4.7
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DVU2590
DVU2543NADP

DVU0625

putA

DVU0068

DVU1816

DVU0456

DVU0624

DVU2544

DVU0819

DVU2589

DVU0239

DVU0411 DVU0676

DVUA0095

DVU0253
DVU0995

string
operons −200 −100 −1

genase/delta−1−pyrroline−5−carboxylate dehydrogenase: DVU3319−0.42
hypothetical protein: DVU0068−0.74

hypothetical protein: DVUA0095−0.80
hypothetical protein: DVU0239−1.10

deoxyuridine 5'−triphosphate nucleotidohydrolase: DVU2348−1.21
DHH family protein: DVU0456−1.32

tase, FAD/iron−sulfur cluster−binding domain protein: DVU0253−1.37
fumarate reductase: DVU3262−1.65

rter, permease protein, His/Glu/Gln/Arg/opine family: DVU0676−2.35
FMN reductase, NADPH−dependent: DVU0819−2.74

hypothetical protein: DVU1816−2.78
ThiJ/PfpI family protein: DVU0995−3.00

pyruvate ferredoxin oxidoreductase, alpha subunit: DVU1569−3.07
pyruvate ferredoxin oxidoreductase, beta subunit: DVU1570−3.07

exodeoxyribonuclease III: DVU3259−3.20
heptosyltransferase family protein: DVU0411−3.20

aldehyde dehydrogenase (NADP) family protein: DVU3294−3.53
NapC/NirT cytochrome c family protein: DVU0624−3.58

 nitrite reductase, catalytic subunit NfrA, putative: DVU0625−3.58
hydroxylamine reductase: DVU2543−3.76

iron−sulfur cluster−binding protein: DVU2544−3.76
hypothetical protein: DVU2589−5.04
sensory box protein: DVU2590−5.04

log10(P) upstream meme1 2 log10(P.clust)=−2.62; 23 seqs; 20 uniq
c(0.5, 2.5)
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