Cluster: 0152 dvu; resid: 0.43; r/c: 14/375
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-12.39 T hypothetical protein: DVU1506
-12.39 — holin, putative: DVU1505
-12.39 —terminase-smatl-subunit:(DVU1504
-12.39 portat-protein—HK97-famity:[DVU1502
-12.39 Mf&rminase, large subunit: DVU1503
-12.39 Ciﬂrotease famwrotein: DvU1501
-12.39 HER ~tail adaptoﬁtative: DvU1497
-12.39 B hypotheti¢alprotein: DVU1495
-12.39 .hypothetical protein: DVU1494
-10.68 - hypotheticet-protein: IDVIIONR
-9.99 P hypgtketical protein: DVU1523
-7.85 hypothetical protein: DVU1489
-7.85 hypotheticalyprotein: DVU1487
-7.85 tei-fiber-protgimrirancation: IDNNINES
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