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Cluster: 0149 dvu; resid: 0.35; r/c: 11/366

x.range

upstream meme PSSM #1; e=4e+03
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x.range
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upstream meme PSSM #2; e=7.9e+04

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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DVU2595

DVU2664

DVU0545

DVU1433

DVU1696

DVU1884

DVU2165

DVU2327

DVU2426

DVU2480

DVU2820

−200 −100 −1

hypothetical protein: DVU24800.00

amidohydrolase family protein: DVU2820−0.02

hypothetical protein: DVU2595−0.04

hypothetical protein: DVU1696−0.11

hypothetical protein: DVU2426−0.18

hypothetical protein: DVU1433−0.20

hypothetical protein: DVU2327−4.72

hypothetical protein: DVU0545−5.59

lysozyme, putative: DVU2165−5.91

phate ABC transporter, ATP−binding protein, putative: DVU2664−6.76

methyl−accepting chemotaxis protein: DVU1884−8.49

log10(P) upstream meme1 2 log10(P.clust)=−2.91; 11 seqs; 11 uniq
c(0.5, 2.5)
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