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Cluster: 0148 dvu; resid: 0.45; r/c: 25/366

x.range

upstream meme PSSM #1; e=0.029
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upstream meme PSSM #2; e=2.7
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cheR−2

cheW−2

sdhB porA

DVU1568

birA
DVU0278

DVU2968
DVU0253

DVU2583

gpm

DVU0883

DVU0305

DVU1816
DVU1812

DVU0174

DVU0220
DVU2202DVU0006 DVU0138DVU0238

DVU2616 DVU2684

DVU3227

DVU3296

string
operons −200 −100 −1

hypothetical protein: DVU3296−0.03
birA bifunctional protein: DVU2557−0.15

hypothetical protein: DVU0238−0.33
hypothetical protein: DVU0174−0.52

glutaredoxin, putative: DVU0883−0.59
hypothetical protein: DVU2684−1.10

pyruvate ferredoxin oxidoreductase, alpha subunit: DVU1569−1.37
ferritin: DVU1568−1.37

sensory box histidine kinase/response regulator: DVU2616−1.37
chemotaxis protein methyltransferase: DVU2076−1.67

phosphoglycerate mutase: DVU2935−1.76
ferredoxin II: DVU0305−1.89

lipoprotein, putative: DVU2583−1.90
flagellar basal body−associated protein, putative: DVU3227−2.00

succinate dehydrogenase iron−sulfur subunit: DVU3263−2.34
response regulator: DVU0138−2.53
hypothetical protein: DVU1816−2.70

cytochrome c oxidase, subunit II, putative: DVU1812−2.70
tase, FAD/iron−sulfur cluster−binding domain protein: DVU0253−2.71

tail fiber protein, putative: DVU0220−3.03
universal stress protein family: DVU0006−3.24

acterial extracellular solute−binding domain protein: DVU2202−3.65
glyoxalase family protein: DVU0278−3.70

sensor histidine kinase/response regulator: DVU2968−3.88
chemotaxis protein CheW: DVU1904−4.00

log10(P) upstream meme1 2 log10(P.clust)=−2.02; 25 seqs; 23 uniq
c(0.5, 2.5)
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