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Cluster: 0146 dvu; resid: 0.50; r/c: 30/361

x.range

upstream meme PSSM #1; e=0.051

1 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 15

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=8.1e+04

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVU1392
DVU0041

DVU0899DVU0896

purMDVU1064
lpdA

DVU2783

DVU2364

paaK−2

nadD

DVU1067

hisA

DVU1238

DVU0966

DVU0965
DVU2782

DVU0841

DVU0936

DVU1910

DVU1990

DVU2150

DVU2940

DVU3171

hup−4

DVU3238

DVU3277

DVU2056

DVU2251

DVU2791

string
operons −200 −100 −1

cytochrome c3: DVU3171−0.00
hypothetical protein: DVU0936−0.00
hypothetical protein: DVU0965−0.05

 transporter, periplasmic amino acid−binding protein: DVU0966−0.05
aspartate aminotransferase: DVU0841−0.07

hypothetical protein: DVU2940−0.13
cytochrome c family protein: DVU2791−0.18

membrane protein, Bmp family: DVU1067−0.21
hypothetical protein: DVU1990−0.22

NLP/P60 family protein: DVU1392−0.37
mino−5−aminoimidazole carboxamide ribotide isomerase: DVU1038−0.55

transglycosylase, SLT family: DVU0041−0.60
DNA−binding protein: DVU2251−0.74
YjeF−related protein: DVU1910−0.91

phenylacetate−coenzyme A ligase: DVU1615−1.05
hypothetical protein: DVU3277−1.06

DNA−binding protein HU: DVU3187−1.38
dehydrogenase, E3 component, lipoamide dehydrogenase: DVU1423−2.26

aminotransferase, classes I and II: DVU2364−3.01
aconitate hydratase: DVU1064−3.03

phosphoribosylaminoimidazole synthetase: DVU1406−3.31
hypothetical protein: DVU0899−3.32

lipoprotein, NLP/P60 family: DVU0896−3.32
hypothetical protein: DVU2783−4.13
hypothetical protein: DVU2782−4.13
hypothetical protein: DVU2056−5.41

dnaK suppressor protein, putative: DVU2150−5.55
 transporter, periplasmic amino acid−binding protein: DVU1238−5.69

response regulator: DVU3238−6.62
tinate (nicotinamide) nucleotide adenylyltransferase: DVU1954−6.89

log10(P) upstream meme1 2 log10(P.clust)=−2.14; 30 seqs; 27 uniq
c(0.5, 2.5)
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