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Cluster: 0144 dvu; resid: 0.52; r/c: 23/363

x.range

upstream meme PSSM #1; e=1.9

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.8e+03

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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DVU3323
DVU3322

DVU3324
DVU0747

DVU2737

DVU1158

DVU1157

DVU2811

DVU2809
DVU0427

DVU0861

DVU0962

DVU1697

DVU1727

DVU1856

DVU1959
DVU2071

DVU2273
DVU2393

DVU0134

DVU1163

DVU2075DVU2099

string
operons −200 −100 −1

oxide dehydrogenase accessory protein CooC, putative: DVU2099−0.08
RNA methyltransferase, TrmH family: DVU2737−0.11
EAL domain/GGDEF domain protein: DVU1959−0.20

major facilitator superfamily protein: DVU1163−0.26
hypothetical protein: DVU0427−0.46
hypothetical protein: DVU2273−0.67
hypothetical protein: DVU1727−0.87
hypothetical protein: DVU1697−0.99
hypothetical protein: DVU2393−1.18

glycosyl transferase, group 2 family protein: DVU0134−1.97
hypothetical protein: DVU1856−3.17
ParA family protein: DVU2075−3.20

cytochrome c3: DVU2809−4.00
formate dehydrogenase, beta subunit, putative: DVU2811−4.00

glycosyl transferase, group 1 family protein: DVU0861−4.02
hypothetical protein: DVU2071−4.02
hypothetical protein: DVU3322−4.88

ABC transporter, permease protein: DVU3323−4.88
ABC transporter, ATP−binding protein: DVU3324−4.88

hypothetical protein: DVU0962−5.68
ABC transporter, ATP−binding protein: DVU0747−8.27

sensory box histidine kinase: DVU1157−12.68
hypothetical protein: DVU1158−12.68

log10(P) upstream meme1 2 log10(P.clust)=−3.61; 23 seqs; 20 uniq
c(0.5, 2.5)
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