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Cluster: 0131 dvu; resid: 0.54; r/c: 26/375

x.range

upstream meme PSSM #1; e=32

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=4.5

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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invX
escT

DVUA0101

DVUA0132

DVUA0131

DVUA0104

DVUA0122

DVUA0121
DVUA0106

DVUA0109

DVUA0126

DVUA0113
DVUA0147

DVUA0099

DVUA0081

cysC
DVUA0116

DVUA0100

DVUA0123

DVUA0108

DVUA0115

DVUA0128

DVUA0107

DVUA0027

DVUA0030DVUA0086

string
operons −200 −100 −1

CRISPR−associated CT1133 family protein: DVUA0131−0.09
CRISPR−associated TM1801 family protein: DVUA0132−0.09

hypothetical protein: DVUA0126−0.23
hypothetical protein: DVUA0108−0.25

pe III secretion system chaperone, LcrH/SycD family: DVUA0109−0.25
hypothetical protein: DVUA0027−0.43
response regulator: DVUA0086−0.97
hypothetical protein: DVUA0147−1.13
hypothetical protein: DVUA0030−1.20
hypothetical protein: DVUA0128−3.20

glycosyl transferase, group 1/2 family protein: DVUA0081−3.50
adenylylsulfate kinase: DVUA0079−3.95

type III secretion system protein, YopQ family: DVUA0121−4.80
type III secretion system protein: DVUA0122−4.80

anti−anti−sigma factor: DVUA0123−4.80
HAMP domain protein: DVUA0099−4.99

sigma−54 dependent transcriptional regulator: DVUA0100−4.99
type III secretion protein, hrpY/hrcU family: DVUA0101−4.99
type III secretion inner membrane protein: DVUA0102−4.99

type III secretion protein, HrpO family: DVUA0103−4.99
e III secretion inner membrane protein, HrcV family: DVUA0104−4.99

hypothetical protein: DVUA0116−7.66
type III secretion protein, YscD family: DVUA0113−10.31

type III secretion system protein, YscF family: DVUA0115−10.31
hypothetical protein: DVUA0107−17.66

type III secretion target, YopN family: DVUA0106−17.66
log10(P) upstream meme1 2 log10(P.clust)=−4.74; 26 seqs; 16 uniq

c(0.5, 2.5)
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