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Cluster: 0130 dvu; resid: 0.38; r/c: 12/374

x.range

upstream meme PSSM #1; e=1.9e+03
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upstream meme PSSM #2; e=2.5e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU2161

DVU2159 DVU0365

DVU1068

DVU1829

DVU2266

DVUA0009

DVU0375

DVU0497

DVU0887

DVU1490

DVU3129

string
operons −200 −100 −1

e cofactor biosynthesis protein NifE domain protein: DVUA0009−0.30

tail tape measure protein, putative: DVU1490−0.35

hypothetical protein: DVU2266−0.44

hypothetical protein: DVU1829−1.98

Glu/Leu/Phe/Val dehydrogenase family protein: DVU0375−2.42

hypothetical protein: DVU0365−2.95

transglycosylase, putative: DVU0887−3.18

hypothetical protein: DVU0497−3.63

hypothetical protein: DVU2159−4.01

hypothetical protein: DVU2161−4.01

d−chain amino acid ABC transporter, permease protein: DVU1068−5.28

hypothetical protein: DVU3129−7.66

log10(P) upstream meme1 2 log10(P.clust)=−3.02; 12 seqs; 11 uniq
c(0.5, 2.5)
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