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Cluster: 0127 dvu; resid: 0.51; r/c: 10/362
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string
operons −200 −100 −1

hypothetical protein: DVU3120−0.39

hypothetical protein: DVU1689−0.48

hypothetical protein: DVU3383−0.78

major facilitator superfamily protein: DVU1895−1.04

hypothetical protein: DVU0406−1.29

aminotransferase, class V: DVU3121−1.49

hypothetical protein: DVU1097−3.20

extracellular solute−binding protein, putative: DVU0852−3.20

nuclease domain protein: DVU1787−4.03

GGDEF domain protein: DVU1786−4.03

log10(P) upstream meme1 2 log10(P.clust)=−2.00; 10 seqs; 9 uniq
c(0.5, 2.5)
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