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Cluster: 0126 dvu; resid: 0.51; r/c: 29/369

x.range

upstream meme PSSM #1; e=1.3e+03
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=6.6e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU0550
DVU0549

DVU0548

pstC
pstB−1

DVU1081

DVU0746

topB

DVU0731

DVU0546

DVU0782

DVU0781

DVU1371
DVU1369

cobB−1

DVU0585

DVU0653

DVU0695

DVU0844

DVU1184 DVU1393

DVU1776

DVU1848
DVU2584

DVU3072

DVU3239

DVU0998

DVU1171

DVU2568

string
operons −200 −100 −1

hypothetical protein: DVU0585−0.04
heptosyltransferase family protein: DVU0998−0.09

hypothetical protein: DVU0695−0.16
hypothetical protein: DVU0731−0.51
hypothetical protein: DVU0546−0.53
hypothetical protein: DVU1184−0.58

iron−sulfur cluster−binding protein: DVU1081−0.67
transporter, CorA family: DVU2584−0.74

ABC transporter, permease protein, putative: DVU3072−0.86
phosphate ABC transporter, permease protein PstC: DVU2478−0.94

peptidase, M20/M25/M40 family: DVU2568−1.00
cobyrinic acid a,c−diamide synthase: DVU0405−1.13

anscriptional regulator, putative/response regulator: DVU0653−1.15
hypothetical protein: DVU1171−1.18
PAP2 family protein: DVU3239−1.31
hypothetical protein: DVU1393−1.95
hypothetical protein: DVU0781−2.04
hypothetical protein: DVU0782−2.04

ABC transporter, permease protein: DVU0746−2.17
DNA topoisomerase III: DVU2316−2.30

hypothetical protein: DVU0844−2.80
phosphate ABC transporter, ATP−binding protein: DVU1084−3.75

hypothetical protein: DVU1776−4.02
d−chain amino acid ABC transporter, permease protein: DVU0548−5.08
d−chain amino acid ABC transporter, permease protein: DVU0549−5.08

hain amino acid ABC transporter, ATP binding protein: DVU0550−5.08
hypothetical protein: DVU1369−5.43

HAD−superfamily hydrolase, subfamily IA: DVU1371−5.43
hypothetical protein: DVU1848−5.56

log10(P) upstream meme1 2 log10(P.clust)=−2.19; 29 seqs; 25 uniq
c(0.5, 2.5)
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