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Cluster: 0124 dvu; resid: 0.41; r/c: 14/372

x.range

upstream meme PSSM #1; e=10
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upstream meme PSSM #2; e=6.2e+03
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DVU2758

aroC
DVU2139

DVU3257

cbiG

DVU0658

DVU1766

DVU2601

DVU2777

DVU0430
DVU1052

plsX

DVU2640
DVUA0148

string −200 −100 −1

major facilitator superfamily protein: DVUA0148−1.23

Ech hydrogenase, subunit EchE, putative: DVU0430−1.32

fatty acid/phospholipid synthesis protein: DVU1208−1.37

CBS domain protein: DVU1052−1.49

hypothetical protein: DVU2601−2.28

hypothetical protein: DVU2777−2.32

hypothetical protein: DVU2640−2.38

aspartate ammonia−lyase: DVU1766−2.45

hypothetical protein: DVU2758−2.98

chorismate synthase: DVU0894−3.53

histone deacetylase family protein: DVU2139−3.76

nternalization−related competence protein ComEC/Rec2: DVU3257−3.81

cobalamin biosynthesis protein CbiG: DVU3169−3.97

heat shock protein, Hsp20 family: DVU0658−4.43

log10(P) upstream meme1 2 log10(P.clust)=−2.67; 14 seqs; 14 uniq
c(0.5, 2.5)

11
 M

ar
 0

2 
17

:3
7:

51
 it

er
=

16
99

cM
on

ke
y 

V
er

si
on

 4
.8

.2
 d

vu


