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Cluster: 0118 dvu; resid: 0.45; r/c: 16/367

x.range

upstream meme PSSM #1; e=1.5e+04
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upstream meme PSSM #2; e=3.8e+04
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aspA
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string
operons −200 −100 −1

hypothetical protein: DVU2207−0.08

hypothetical protein: DVU2196−0.19

hypothetical protein: DVU1598−0.23

lipoprotein, putative: DVU0609−0.34

TonB domain protein: DVU2808−0.34

aspartate ammonia−lyase: DVU1871−0.64

type I restriction−modification enzyme, R subunit: DVU1703−0.89

hypothetical protein: DVU1702−0.89

hypothetical protein: DVU1753−1.03

hypothetical protein: DVU1755−1.03

hypothetical protein: DVU2132−1.03

hypothetical protein: DVU2133−1.03

HD domain protein: DVU1356−1.03

adenine specific DNA methyltransferase, putative: DVU1098−1.29

hypothetical protein: DVU1110−1.29

hypothetical protein: DVU2270−1.29

log10(P) upstream meme1 2 log10(P.clust)=−0.79; 16 seqs; 13 uniq
c(0.5, 2.5)
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