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Cluster: 0117 dvu; resid: 0.49; r/c: 26/372

x.range

upstream meme PSSM #1; e=7.2

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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ng
e

upstream meme PSSM #2; e=130

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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hypF

hypE

DVU1462hemA

hypB

DVU1463
DVU1464

DVU2767
DVU2765

DVU0156

asnC

tmk

DVU2338

DVU1544

ilvB−2

DVU0413

DVU2932

DVU3216
DVU0110

DVU3172

DVU2766

DVU1883

DVU3009

DVU0612
DVU0760DVU2491

string
operons −200 −100 −1

hydrogenase accessory protein HypB: DVU2329−0.08
tolactate synthase, large subunit, biosynthetic type: DVU1376−0.21

ABC transporter, ATP−binding protein: DVU2491−0.25
asparaginyl−tRNA synthetase: DVU0007−0.41

potassium uptake protein, TrkH family: DVU0413−0.53
conserved hypothetical protein TIGR01777: DVU2932−0.95

ATP−dependent DNA helicase, UvrD/REP family: DVU0156−1.04
sensor histidine kinase: DVU3216−1.75

hypothetical protein: DVU3172−1.84
hypothetical protein: DVU2766−1.93

iron−sulfur flavoprotein, putative: DVU2767−1.93
hypothetical protein: DVU0760−2.69

metallo−beta−lactamase family protein: DVU2765−2.86
pendent transcriptional regulator/response regulator: DVU0110−3.04

thymidylate kinase: DVU2140−3.19
mechanosensitive ion channel family protein: DVU1544−3.34
[NiFe] hydrogenase maturation protein HypF: DVU3067−3.57

hypothetical protein: DVU1883−3.69
radical SAM domain protein: DVU3009−3.76

hydrogenase expression/formation protein HypE: DVU0326−5.31
STAS domain protein: DVU0612−5.98

DNA repair protein, HhH−GPD family: DVU2338−7.96
glutamyl−tRNA reductase: DVU1461−9.99

cytochrome c assembly protein, putative: DVU1462−9.99
siroheme synthase, N−terminal domain protein: DVU1463−9.99

heptosyltransferase family protein: DVU1464−9.99
log10(P) upstream meme1 2 log10(P.clust)=−3.70; 26 seqs; 23 uniq

c(0.5, 2.5)
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