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Cluster: 0112 dvu; resid: 0.53; r/c: 31/357

x.range

upstream meme PSSM #1; e=3e+04
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x.range

y.
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e

upstream meme PSSM #2; e=6.5e+03
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DVU0631
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DVU0118

DVU1549
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DVU3012

DVU0032

DVU1136
DVU1338DVU1419

DVU2739

DVU3153

DVU3209 DVU2337

DVU2472

DVU2732
string
operons −200 −100 −1

sensory box protein: DVU1547−0.09
sensory box histidine kinase/response regulator: DVU0482−0.26

hypothetical protein: DVU3153−0.29
host−nuclease inhibitor protein Gam, putative: DVU1136−0.34

response regulator/anti−anti−sigma factor: DVU0581−0.35
sensory box histidine kinase: DVU0582−0.35

bacterioferritin comigratory protein, putative: DVU0814−0.36
hypothetical protein: DVU0631−0.38

aminotransferase, DegT/DnrJ/EryC1/StrS family: DVU3010−0.39
hypothetical protein: DVU3012−0.50
hypothetical protein: DVU2472−0.56

idine kinase domain protein/universal stress protein: DVU3336−0.58
DNA−binding response regulator: DVU2588−0.71

pendent transcriptional regulator/response regulator: DVU1419−0.73
hypothetical protein: DVU0634−0.79
hypothetical protein: DVU2732−0.98
hypothetical protein: DVU0032−1.21

molybdenum cofactor biosynthesis protein C: DVU0289−1.26
hypothetical protein: DVU3209−1.34
hypothetical protein: DVU1219−1.85

peptidase, M23/M37 family: DVU2337−2.52
glycosyl transferase, group 2 family protein: DVU2994−2.66

sphate dikinase, PEP/pyruvate binding domain protein: DVU2739−2.83
TPR domain protein: DVU2896−4.77
lipoprotein, putative: DVU3388−5.08
hypothetical protein: DVU1338−5.09
hypothetical protein: DVU1549−6.32

glycosyl transferase, group 2 family protein: DVU2352−6.74
pendent transcriptional regulator/response regulator: DVU0118−9.86

sensor histidine kinase: DVU0119−9.86
ABC transporter, substrate−binding protein, putative: DVU0120−9.86

log10(P) upstream meme1 2 log10(P.clust)=−2.55; 31 seqs; 28 uniq
c(0.5, 2.5)
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