
100 200 300 400 500 600 700

−
6

−
4

−
2

0
2

4

Cluster: 0111 dvu; resid: 0.39; r/c: 16/372

x.range

upstream meme PSSM #1; e=0.00074
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upstream meme PSSM #2; e=17

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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DVU2838

DVU2837

DVU1521
DVU1520

DVU1519

DVU2007

DVU2006
DVU2106

DVU2105

DVUA0020

DVUA0019

DVU2000

DVU2174

DVU2177

DVU2709

DVU2840

string
operons −200 −100 −1

hypothetical protein: DVU2837−1.86

hypothetical protein: DVU2838−1.86

hypothetical protein: DVU2709−2.01

hypothetical protein: DVU2174−2.04

hypothetical protein: DVU2000−3.00

ype II DNA modification methyltransferase, putative: DVUA0019−3.29

type II restriction endonuclease, putative: DVUA0020−3.29

transcriptional regulator, putative: DVU1519−3.60

hypothetical protein: DVU1520−3.60

hypothetical protein: DVU1521−3.60

hypothetical protein: DVU2177−4.11

hypothetical protein: DVU2006−5.09

nuclease, putative: DVU2007−5.09

hypothetical protein: DVU2840−5.27

hypothetical protein: DVU2105−5.74

sigma−54 dependent transcriptional regulator: DVU2106−5.74

log10(P) upstream meme1 2 log10(P.clust)=−3.70; 16 seqs; 11 uniq
c(0.5, 2.5)
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