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Cluster: 0109 dvu; resid: 0.56; r/c: 31/365

x.range

upstream meme PSSM #1; e=0.056
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=12

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU1925hypC

cls

DVU0423

DVU0770

DVU0631

DVU0611
DVU0125

DVU1926DVU1920

DVU0137

DVU0586

DVU0981

DVU1358

DVU1420

DVU1436

DVU2297

DVU2411

DVU2414

DVU2775

DVU2918
fabG

DVU3217

DVU3282
DVU0053

DVU0164
DVU1088

DVU1657

DVU2429

DVU2450

DVU2936

string
operons −200 −100 −1

ABC transporter, ATP−binding protein: DVU0611−0.44
hypothetical protein: DVU2918−0.49
hypothetical protein: DVU0137−0.66

sulfate permease, putative: DVU0053−0.80
hypothetical protein: DVU2775−1.00
hypothetical protein: DVU0631−1.01

EF hand domain protein: DVU2411−1.02
ADP−ribosylglycohydrolase family protein: DVU3282−1.03

hypothetical protein: DVU2450−1.10
hypothetical protein: DVU0770−1.12

proline ABC transporter, periplasmic−binding protein: DVU2297−1.30
hypothetical protein: DVU2429−1.30
hypothetical protein: DVU2936−1.76
hypothetical protein: DVU0586−1.81
hypothetical protein: DVU1436−1.94
Hpt domain protein: DVU1420−2.14
hypothetical protein: DVU3217−2.33
hypothetical protein: DVU2414−3.59

hydrolase, haloacid dehalogenase−like family: DVU1358−3.89
hypothetical protein: DVU1657−4.16

universal stress protein family: DVU0423−4.29
cardiolipin synthetase: DVU0424−4.29

cation efflux family protein: DVU0164−4.46
hypothetical protein: DVU0125−4.59
hypothetical protein: DVU1088−4.64

3−ketoacyl−(acyl−carrier−protein) reductase: DVU3137−5.45
multiphosphoryl transfer protein, putative: DVU0981−6.41

hypothetical protein: DVU1920−8.70
hydrogenase assembly chaperone hypC/hupF: DVU1924−8.70

lipase, GDSL family: DVU1925−8.70
hypothetical protein: DVU1926−8.70

log10(P) upstream meme1 2 log10(P.clust)=−3.28; 31 seqs; 28 uniq
c(0.5, 2.5)
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