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Cluster: 0107 dvu; resid: 0.61; r/c: 8/359

x.range

upstream meme PSSM #1; e=2.5e+03
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upstream meme PSSM #2; e=7.4e+03
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HD domain protein: DVU0667−0.08

hypothetical protein: DVU0288−0.56

antirepressor, putative: DVU2181−1.04

hypothetical protein: DVU0068−1.37

hypothetical protein: DVU2734−1.82

thio:disulfide interchange protein, putative: DVU0999−2.11

hypothetical protein: DVU2873−3.21

log10(P) upstream meme1 2 log10(P.clust)=−1.46; 8 seqs; 8 uniq
c(0.5, 2.5)
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