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Cluster: 0101 dvu; resid: 0.33; r/c: 11/369
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operons −200 −100 −1

hypothetical protein: DVU1106−1.64

hypothetical protein: DVU1115−1.79

hypothetical protein: DVU1137−2.34

hypothetical protein: DVU1138−2.34

bacteriophage transposase A protein, putative: DVU1140−2.34

hypothetical protein: DVU1123−2.58

hypothetical protein: DVU1124−2.58

hypothetical protein: DVU1125−2.58

DNA−binding protein: DVU1130−2.58

hypothetical protein: DVU1132−2.58

hypothetical protein: DVU1133−2.58

log10(P) upstream meme1 2 log10(P.clust)=−2.36; 11 seqs; 4 uniq
c(0.5, 2.5)
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