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Cluster: 0100 dvu; resid: 0.43; r/c: 20/368

x.range

upstream meme PSSM #1; e=3

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
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ng
e

upstream meme PSSM #2; e=530

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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DVU3314

DVU2213

DVU1518DVU1517

DVU2190

DVU2189
DVU1476

DVU1738

DVU1972

DVU2008

DVU2074

DVU2134

DVU2632

DVU2685

DVU0543

DVU1161

DVU1482DVU1779

DVU1872

DVU1998

string
operons −200 −100 −1

hypothetical protein: DVU1972−0.05
peptidase, U32 family: DVU3314−0.33

hypothetical protein: DVU2632−0.34
hypothetical protein: DVU1161−0.67
hypothetical protein: DVU1476−1.39
hypothetical protein: DVU1872−1.67
hypothetical protein: DVU1482−1.69
hypothetical protein: DVU1779−1.84
hypothetical protein: DVU2134−2.12
hypothetical protein: DVU2685−2.74

site−specific recombinase, phage integrase family: DVU1738−3.02
transcriptional regulator cII, putative: DVU1517−3.18

nuclease domain protein: DVU2213−4.27
hypothetical protein: DVU1998−5.48

transcriptional regulator cI, truncation: DVU1518−5.58
hypothetical protein: DVU2008−5.82
hypothetical protein: DVU0543−6.74

transcriptional regulator cII, putative: DVU2189−6.90
transcriptional regulator, putative: DVU2190−6.90

chemotaxis protein CheW: DVU2074−7.92
log10(P) upstream meme1 2 log10(P.clust)=−3.43; 20 seqs; 19 uniq

c(0.5, 2.5)

11
 M

ar
 0

2 
17

:3
7:

51
 it

er
=

16
99

cM
on

ke
y 

V
er

si
on

 4
.8

.2
 d

vu


