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Cluster: 0092 dvu; resid: 0.54; r/c: 29/370

x.range

upstream meme PSSM #1; e=1.4e−06

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=7.1e−05

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVU0706
dctM

dctP

DVU2102
DVU2101

DVU2103

DVU0709

DVU0708

DVU1235
DVU1229

DVU0017

DVU0605

DVU0696

DVU0909

cobS

DVU1388

DVU1591

DVU1747

DVU1759

DVU1994

DVU2002

DVU2219

DVU2301

DVU2319

DVU2911

DVU3120

DVU3131
DVU3340

DVU2199

string
operons −200 −100 −1

hypothetical protein: DVU3120−0.28
hypothetical protein: DVU1229−0.29

inase−, DNA gyrase B−, and HSP90−like domain protein: DVU1747−0.31
hypothetical protein: DVU2002−0.38
hypothetical protein: DVU1235−0.41

iron−sulfur cluster−binding/ATPase domain protein: DVU2103−0.43
hypothetical protein: DVU1591−0.58

cobalamin−5−phosphate synthase: DVU0914−0.63
transcriptional regulator domain protein: DVU2319−0.66

hypothetical protein: DVU3340−0.81
hemolysin A: DVU2911−0.83

lipoprotein, putative: DVU2301−0.90
hypothetical protein: DVU2219−1.00
hypothetical protein: DVU2199−1.00
hypothetical protein: DVU2101−1.41

outer membrane protein, OMP85 family: DVU2102−1.41
transcriptional regulator, putative: DVU3131−1.48

molybdenum−binding protein, HTH domain: DVU1759−1.67
hypothetical protein: DVU0909−1.73
hypothetical protein: DVU0017−1.76
hypothetical protein: DVU1388−5.68
hypothetical protein: DVU0605−6.31
hypothetical protein: DVU1994−6.43
hypothetical protein: DVU0696−8.63

TRAP transporter, DctM subunit: DVU0705−19.57
TRAP transporter solute receptor DctP: DVU0707−19.57

hypothetical protein: DVU0708−19.57
TRAP transporter, DctQ subunit: DVU0706−19.57

hypothetical protein: DVU0709−19.57
log10(P) upstream meme1 2 log10(P.clust)=−4.93; 29 seqs; 26 uniq

c(0.5, 2.5)
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