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Cluster: 0088 dvu; resid: 0.39; r/c: 15/366

x.range

upstream meme PSSM #1; e=980
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upstream meme PSSM #2; e=2.6e+03
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motA−3
DVU2607
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DVU1027DVU1778

DVU1831
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DVU1831NA

signal peptide peptidase SppA, 36K type: DVU3149−0.11

pantothenate kinase: DVU0321−0.32

cation efflux family protein: DVU1778−0.40

hypothetical protein: DVU1027−0.53

phosphoribosylaminoimidazole synthetase: DVU1406−0.73

hypothetical protein: DVU2607−0.94

flagellar motor protein MotA: DVU2608−0.94

glutamine ABC transporter, permease protein: DVU0106−1.04

hypothetical protein: DVU2372−1.05

HIT family protein: DVU1652−1.32

hypothetical protein: DVU2650−1.82

sensor histidine kinase: DVU0945−5.75

hypothetical protein: DVU3085−5.89

ATP−dependent RNA helicase, DEAD/DEAH box family: DVU3088−5.89

log10(P) upstream meme1 2 log10(P.clust)=−1.91; 15 seqs; 13 uniq
c(0.5, 2.5)
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