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Cluster: 0087 dvu; resid: 0.54; r/c: 29/364

x.range

upstream meme PSSM #1; e=0.00017
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sfsA

string
operons −200 −100 −1

DVU3126NA
response regulator: DVU3215−0.29
hypothetical protein: DVU3017−0.33

translocation pathway signal sequence domain protein: DVU3196−0.75
sugar fermentation stimulation protein: DVU3224−0.93

CgeB family protein: DVU1465−1.02
hypothetical protein: DVU1435−1.33
hypothetical protein: DVU1439−1.42
hypothetical protein: DVU1187−1.56
hypothetical protein: DVU1391−1.85

amine oxidase, flavin−containing: DVU0295−1.86
hypothetical protein: DVU1357−1.88
hypothetical protein: DVU0731−1.92

dihydrouridine synthase family protein: DVU0661−2.49
NAD−dependent epimerase/dehydratase family protein: DVU2996−2.55

hypothetical protein: DVU2997−2.55
hypothetical protein: DVU2998−2.55

glycosyl transferase, group 1/2 family protein: DVU2993−2.74
alcohol dehydrogenase, iron−containing: DVU2885−3.34

NeuB family protein: DVU3008−3.82
GGDEF domain protein: DVU3180−4.15

hypothetical protein: DVU3015−4.56
sensory box histidine kinase/response regulator: DVU0258−4.80

HAD−superfamily hydrolase, subfamily IA: DVU1371−5.85
methyl−accepting chemotaxis protein: DVU1869−5.97

hypothetical protein: DVU0077−6.88
hypothetical protein: DVU0740−6.91
hypothetical protein: DVU0742−6.91

sensory box histidine kinase: DVU0743−6.91
log10(P) upstream meme1 2 log10(P.clust)=−3.15; 29 seqs; 25 uniq

c(0.5, 2.5)
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