Cluster: 0082 dvu; resid: 0.60; r/c: 29/370

=1699

11 Mar 02 17:37:51 iter
cMonkey Version 4.8.2 dvu

I I I I I I
100 200 300 400 500 600 700
upstream meme PSSM #1; e=14 upstream meme PSSM #2; e=1.7e+04

IOQIO(P) upstream meme log10(P.clust)=—3.56; 29 seqs; 24 uni
— thiF protein, putatlve DVU064
—6 13 H-BP—N—aeety}g-}ucesamhe—l—eaﬂaﬁxwrnyIMefase“

£
-5.54 formate Cl.bCLyII.IClI 1sferase:

A & -4.76 hemolysm relatedprotein: DVUO171
QA«EC -r" e c QG c I I QT -4.72 hypetaetical protein:DVU2115
1 16 21 1 6 1 16 -4.63 transtocation-pathway-signal™Seguence-domain-protein: IBVIRE6D

-4.44 4mmdﬂag-profem—l-l-ﬂ* DVU3236

DVLIGERI0643 -3.68 ——glycotate-oxidase,-iron—SUlrsubunit-putative: IDVIOS26

m DVUDO66 -3.68 phosphoenolpyruvate—proteffrphiosphotransferase:(DVW0829

804 -3.61 —adeﬁme—speemeBNﬁrme’chy{%ﬁs&rase—putafwem

I PoIA  yuogsg DVUPOT —3.58 = fibONuclease H:'DVU0689

DVUe822 —-3.58 —edoxin oxidoreductase, tungsten—containing, putative: DVU0687

DVU017hyug32 —1.83 hypothetical protein:'DVU0440

NURL1S DVU0440 -0.78 —muiﬁdfug—fesistanee-lmtern—s‘:mr—f&mﬂy (DVU3326

VUL VUR2661 -0.42 IIy’JULIIcLIbGI plﬁ‘te‘lﬁ_

pvua26e” -0.25 glycosyl-ransferase g preteir IDVADODIN

VU099 trmE ovyeszs  —0.25 peptidyl-tRNA-hydrolase:(DVU1573

Dvyo117 -0.18 ——— tRNAmodification-GTPase TrmE: IBVUI0ONS

-0.17 Hpeprete’rﬁ,—putaﬂve:_

_008 A pUIyIIICIQbC : m

Dvle733 -0.03 .—tau_ﬁbemssamb];mr_olem,_putatlve DVvU2591

— operns -200 -100



