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Cluster: 0081 dvu; resid: 0.54; r/c: 29/362

x.range

upstream meme PSSM #1; e=0.19

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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y.
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e

upstream meme PSSM #2; e=36
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string
operons −200 −100 −1

transketolase: DVU2530−0.36
acyl−CoA synthetase: DVU3065−0.68

hypothetical protein: DVU0027−0.84
pteroyltriglutamate−− homocysteine methyltransferase: DVU3371−0.90

outer membrane protein OmpH, putative: DVU2370−1.10
 ferredoxin/flavodoxin oxidoreductase family protein: DVU3347−1.22

dihydrodipicolinate reductase: DVU1609−1.25
conserved hypothetical protein TIGR00150: DVU1912−1.26

AMP−binding enzyme family protein: DVU3119−3.06
methyl−accepting chemotaxis protein: DVU0344−3.09

aminotransferase, DegT/DnrJ/EryC1/StrS family: DVU0336−3.12
hypothetical protein: DVU0337−3.12

 specific 2−hydroxyacid dehydrogenase family protein: DVU0339−3.12
acetyltransferase, CysE/LacA/LpxA/NodL family: DVU0340−3.12

NAD−dependent epimerase/dehydratase family protein: DVU0342−3.12
HPCH/HPAI aldolase family protein: DVU0343−3.12

flagellar biosynthesis protein FlhB: DVU3233−3.60
flagellar biosynthetic protein FliR: DVU3234−3.60

peptidase, M24 family: DVU0296−3.63
dihydroxy−acid dehydratase: DVU3373−3.67

permease, putative: DVU3374−3.67
phosphoribosylformylglycinamidine synthase II: DVU3181−4.11
polyamine ABC transporter, permease protein: DVU0097−4.20

anaerobic ribonucleoside triphosphate reductase: DVU2947−4.32
IMP cyclohydrolase, putative: DVU3235−4.66

hypothetical protein: DVU2898−4.71
pantoate−−beta−alanine ligase: DVU2448−12.67

S−adenosylmethionine synthetase: DVU2449−12.67
hypothetical protein: DVU2447−12.67

log10(P) upstream meme1 2 log10(P.clust)=−3.82; 29 seqs; 21 uniq
c(0.5, 2.5)
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