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Cluster: 0077 dvu; resid: 0.57; r/c: 28/375

x.range

upstream meme PSSM #1; e=260
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upstream meme PSSM #2; e=2.4e+03
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string
operons −200 −100 −1

hypothetical protein: DVU2126−0.00
cytochrome c3, putative: DVU2524−0.03

pyruvate ferredoxin oxidoreductase, beta subunit: DVU1570−0.12
tartrate dehydratase beta subunit, putative: DVU3265−0.22

hypothetical protein: DVU2626−0.66
plasmic [NiFe] hydrogenase, small subunit, isozyme 2: DVU2525−0.67
plasmic [NiFe] hydrogenase, large subunit, isozyme 2: DVU2526−0.67

methyl−accepting chemotaxis protein: DVU0700−0.88
formate dehydrogenase, beta subunit, putative: DVU2481−0.89

cytochrome c family protein: DVU2483−0.89
sensor histidine kinase/response regulator: DVU2281−1.00

methyl−accepting chemotaxis protein, putative: DVU0018−1.70
glycerol uptake facilitator protein: DVU3133−2.70

glycerol kinase: DVU3134−2.70
ParA family protein: DVU2075−2.89
hypothetical protein: DVU2077−2.89

D efflux system, outer membrane protein, NodT family: DVU3246−2.94
efflux transporter, RND family, MFP subunit: DVU3247−2.94

response regulator: DVU0330−3.11
sensory box histidine kinase, putative: DVU0331−3.11

hypothetical protein: DVU2020−3.47
hypothetical protein: DVU2118−3.49

type II/III secretion system protein: DVU2119−3.49
response regulator: DVU2121−3.49

methyl−accepting chemotaxis protein: DVU0591−7.04
chemotaxis protein CheW: DVU0592−7.04

hypothetical protein: DVU1552−7.24
aldehyde oxidoreductase: DVU1559−7.24

log10(P) upstream meme1 2 log10(P.clust)=−2.63; 28 seqs; 18 uniq
c(0.5, 2.5)
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