
100 200 300 400 500 600 700

−
4

−
2

0
2

4

Cluster: 0073 dvu; resid: 0.36; r/c: 12/372

x.range

upstream meme PSSM #1; e=85
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upstream meme PSSM #2; e=1.4e+04
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string
operons −200 −100 −1

hypothetical protein: DVU1715−0.05

hypothetical protein: DVU1717−0.05

hypothetical protein: DVU1719−0.05

hypothetical protein: DVU1720−0.05

hypothetical protein: DVU1723−0.05

hypothetical protein: DVU1725−0.05

hypothetical protein: DVU2597−0.28

holin: DVU2166−2.98

portal protein: DVU2171−3.02

Gpr1/Fun34/YaaH family protein: DVU2789−3.52

virion morphogenesis protein: DVU1114−3.91

terminase, large subunit, putative: DVU2185−4.59

log10(P) upstream meme log10(P.clust)=−1.55; 12 seqs; 7 uniq
c(0.5, 2.5)
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