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Cluster: 0069 dvu; resid: 0.53; r/c: 39/357

x.range

upstream meme PSSM #1; e=160
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x.range

y.
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e

upstream meme PSSM #2; e=4.4e+03

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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DVU0104DVU0101

DVU2954

DVU2953

DVU2570

DVU1036

DVU0038
DVU0859

DVU1213

DVU2780

DVU0236

DVU2910DVU2908
DVU0249

DVU1113
DVU1165

DVU1269

DVU1389

DVU1391

DVU1435

DVU1958

DVU2234

DVU2276

DVU2366

DVU2408

DVU2465

DVU2520

DVU2594 DVU2660
DVU2823

DVU2955

DVU3017

DVU3040

DVU3386

panF

DVU0257
DVU0345

DVU2461

DVU2700

string −200 −100 −1
hypothetical protein: DVU1391−0.01
hypothetical protein: DVU2910−0.02
hypothetical protein: DVU2780−0.05
hypothetical protein: DVU3040−0.12

cation ABC transporter, permease protein, putative: DVU0104−0.13
transcriptional regulator, GntR family: DVU2953−0.17

GGDEF domain/HAMP domain protein: DVU2570−0.18
oligopeptide ABC transporter, permease protein: DVU2461−0.18

hypothetical protein: DVU3017−0.19
acetyltransferase, GNAT family: DVU0257−0.19

TRAP transporter, DctMQ subunit: DVU2823−0.22
pyridine nucleotide−disulfide oxidoreductase: DVU1165−0.27

hypothetical protein: DVU1113−0.28
hypothetical protein: DVU2408−0.31

acyltransferase domain protein: DVU0038−0.32
hypothetical protein: DVU0249−0.44
hypothetical protein: DVU2366−0.50

rhomboid family protein: DVU1213−0.63
hypothetical protein: DVU1389−0.64

conserved hypothetical protein TIGR00275: DVU2234−0.65
hypothetical protein: DVU2660−0.74
hypothetical protein: DVU1036−0.74
hypothetical protein: DVU1269−0.74

GGDEF domain protein: DVU2954−0.83
sodium/panthothenate symporter: DVU0088−1.10

methlytransferase, UbiE/COQ5 family: DVU0101−1.16
sensory box histidine kinase: DVU1958−1.18

hypothetical protein: DVU2908−1.33
hypothetical protein: DVU2955−2.04
hypothetical protein: DVU1435−3.26
hypothetical protein: DVU0859−3.56
hypothetical protein: DVU2276−3.72

site−specific recombinase, phage integrase family: DVU0236−4.07
hypothetical protein: DVU2700−4.09
hypothetical protein: DVU0345−4.14
hypothetical protein: DVU2594−4.26
permease, putative: DVU3386−4.57
hypothetical protein: DVU2465−4.71
hypothetical protein: DVU2520−6.24

log10(P) upstream meme1 2 log10(P.clust)=−1.49; 39 seqs; 39 uniq
c(0.5, 2.5)
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