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Cluster: 0068 dvu; resid: 0.56; r/c: 28/367

x.range

upstream meme PSSM #1; e=0.19
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DVU0434

DVU0433

DVU0432
DVU0429

DVU0431DVU0437

DVU0436

DVU3264

DVU0706

DVU2147

DVUA0125

DVU2228

DVU0058

DVU0367

DVUA0003DVUA0002

DVUA0004

potA

DVU0368DVU0373

DVU1421

DVU1737

DVU2099
DVU2665

DVU2679

cbiD

DVUA0144

DVU1546

string
operons −200 −100 −1

putrescine/spermidine ABC transporter ATPase protein: DVU0098−0.00
transglycosylase, SLT family: DVUA0125−0.01
CoA−binding domain protein: DVU0373−0.49

L−serine dehydratase, putative: DVU2147−0.59
fumarate hydratase: DVU3264−0.69
hypothetical protein: DVU1421−0.91

Ser/Thr protein phosphatase family protein: DVU0367−0.96
hypothetical protein: DVUA0144−1.00

hosphate ABC transporter, permease protein, putative: DVU2665−1.21
DNA−binding protein HU, putative: DVUA0004−1.24

hypothetical protein: DVU1737−1.37
motB protein, putative: DVU2228−1.38

efflux transporter, RND family, MFP subunit: DVU0437−1.55
TRAP transporter, DctQ subunit: DVU0706−1.87

efflux transporter, RND family, MFP subunit: DVU0058−1.90
oxide dehydrogenase accessory protein CooC, putative: DVU2099−1.96

hypothetical protein: DVU1546−2.08
hypothetical protein: DVU0368−2.31

cobalamin biosynthesis protein CbiD: DVU2750−4.93
ParA family protein: DVUA0002−6.12
hypothetical protein: DVUA0003−6.12

sensory box histidine kinase/response regulator: DVU2679−6.36
Ech hydrogenase, subunit EchC, putative: DVU0432−8.29

transcriptional regulator, TetR family: DVU0436−8.29
Ech hydrogenase, subunit EchF, putative: DVU0429−8.29
Ech hydrogenase, subunit EchD, putative: DVU0431−8.29
Ech hydrogenase, subunit EchB, putative: DVU0433−8.29
Ech hydrogenase, subunit EchA, putative: DVU0434−8.29

log10(P) upstream meme1 2 log10(P.clust)=−3.39; 28 seqs; 23 uniq
c(0.5, 2.5)
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