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Cluster: 0066 dvu; resid: 0.43; r/c: 14/365

x.range

upstream meme PSSM #1; e=2.4

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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ng
e

upstream meme PSSM #2; e=3e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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DVU2488

DVU2487

DVU0416

DVU1192

uvrA

DVU2089

DVU2440pyrK

string
operons −200 −100 −1

acylphosphatase: DVU1192−0.92

hypothetical protein: DVU2108−1.33

ydroorotate dehydrogenase, electron transfer subunit: DVU3315−2.07

hypothetical protein: DVU2089−2.27

transcriptional regulatory protein zraR: DVU3381−2.35

sensor protein ZraS: DVU3382−2.35

universal stress protein family: DVU2100−2.36

thiamine−phosphate pyrophosphorylase: DVU2362−2.38

hydroxyethylthiazole kinase: DVU2363−2.38

GGDEF domain protein: DVU0416−2.70

hypothetical protein: DVU2488−2.89

hypothetical protein: DVU2487−3.72

hypothetical protein: DVU2440−3.89

excinuclease ABC, A subunit: DVU1987−6.57

log10(P) upstream meme1 2 log10(P.clust)=−2.73; 14 seqs; 12 uniq
c(0.5, 2.5)
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