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Cluster: 0065 dvu; resid: 0.56; r/c: 31/367

x.range

upstream meme PSSM #1; e=8.3

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17

x.range

y.
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ng
e

upstream meme PSSM #2; e=3.7

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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pyrH
cdsA

DVU1273
DVU1272

DVU0991

DVU0990

dnaE
DVU1352

nusB

leuS

DVU0988

ruvC
hisF

lepA

DVU1215

DVU1214

crcB

ugd

DVU0333

DVU1879
ltaE

DVU1275

DVU0182

DVU1054

DVU1071

DVU1251
DVU1395

DVU2135

DVU2224

DVU3066

DVU1621

string
operons −200 −100 −1

midazoleglycerol phosphate synthase, cyclase subunit: DVU0286−0.07
hypothetical protein: DVU2224−0.25

C4−type zinc finger protein, DksA/TraR family: DVU1395−0.28
general secretion pathway protein E, putative: DVU1272−0.30

hypothetical protein: DVU1621−0.51
crcB protein: DVU1599−0.52

hypothetical protein: DVU0333−0.56
bacterial type II/III secretion system protein: DVU1273−0.70

hypothetical protein: DVU1275−0.70
hydrolase, HAD−superfamily, subfamily IIIA: DVU1054−0.82

crossover junction endodeoxyribonuclease RuvC: DVU2258−0.88
leucyl−tRNA synthetase: DVU1196−0.96

N utilization substance protein B: DVU1197−0.96
UDP−glucose 6−dehydrogenase: DVU1907−1.69

hypothetical protein: DVU1071−3.48
hypothetical protein: DVU2135−4.12

GTP−binding protein LepA: DVU0703−4.12
phosphatidate cytidylyltransferase: DVU0868−4.74

uridylate kinase: DVU0871−4.74
DNA−binding protein: DVU3066−5.00

threonine aldolase, low−specificity: DVU1878−5.34
glycosyl transferase, group 1 family protein: DVU1879−5.34

6−pyruvoyl tetrahydrobiopterin synthase, putative: DVU1352−5.42
DNA polymerase III, alpha subunit: DVU1353−5.42

radical SAM domain protein: DVU0182−5.55
hypothetical protein: DVU1251−5.82

e−mannose−protein mannosyltransferase family protein: DVU1214−6.50
PAP2 family protein: DVU1215−6.50

carbohydrate kinase, PfkB family: DVU0988−16.04
endonuclease III, putative: DVU0990−16.04

hypothetical protein: DVU0991−16.04
log10(P) upstream meme1 2 log10(P.clust)=−4.17; 31 seqs; 24 uniq

c(0.5, 2.5)
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