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Cluster: 0061 dvu; resid: 0.49; r/c: 20/370

x.range

upstream meme PSSM #1; e=23

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
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e

upstream meme PSSM #2; e=30

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVUA0149

DVUA0148

DVUA0003 DVUA0064
DVUA0021

DVUA0022DVUA0002

DVUA0024

DVUA0001

DVUA0047
DVUA0046

DVU3286

DVUA0035

DVUA0083

DVUA0092

DVUA0146

string
operons −200 −100 −1

hypothetical protein: DVUA0083−0.38
major facilitator superfamily protein: DVUA0148−1.75

hypothetical protein: DVUA0149−1.75
hypothetical protein: DVU3286−2.75

hypothetical protein: DVUA0146−4.77
hypothetical protein: DVUA0064−5.04

Ech hydrogenase, subunit EchF, putative: DVU0429−5.04
Ech hydrogenase, subunit EchD, putative: DVU0431−5.04
Ech hydrogenase, subunit EchB, putative: DVU0433−5.04
Ech hydrogenase, subunit EchA, putative: DVU0434−5.04

hypothetical protein: DVUA0047−6.33
glycosyl transferase, group 2 family protein: DVUA0046−6.33

hypothetical protein: DVUA0035−6.40
ParA family protein: DVUA0002−6.80
hypothetical protein: DVUA0003−6.80
hypothetical protein: DVUA0092−6.87
hypothetical protein: DVUA0001−6.95
hypothetical protein: DVUA0021−9.91

ABC transporter, ATP−binding protein: DVUA0022−9.91
sigma−54 interaction domain protein: DVUA0024−9.91

log10(P) upstream meme1 2 log10(P.clust)=−5.64; 20 seqs; 12 uniq
c(0.5, 2.5)
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