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Cluster: 0059 dvu; resid: 0.31; r/c: 10/371

x.range

upstream meme PSSM #1; e=4e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
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ng
e

upstream meme PSSM #2; e=4.4e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU2129

DVU2125
DVU2122

DVU2170

DVU2154

DVU2172

DVU2156

DVU0860

DVU0889

DVU3285

string
operons −200 −100 −1

tail assembly protein, putative: DVU2154−2.44

hypothetical protein: DVU2156−2.44

phosphonopyruvate decarboxylase−related protein: DVU0889−3.87

type II/IV secretion system protein: DVU2122−4.42

sensory box histidine kinase/response regulator: DVU2129−4.42

TPR domain protein: DVU2125−4.42

hypothetical protein: DVU2172−5.74

minor capsid protein C: DVU2170−5.74

hypothetical protein: DVU0860−5.80

hypothetical protein: DVU3285−6.03

log10(P) upstream meme1 2 log10(P.clust)=−4.53; 10 seqs; 6 uniq
c(0.5, 2.5)
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