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Cluster: 0058 dvu; resid: 0.38; r/c: 20/366

x.range

upstream meme PSSM #1; e=2.7e+03
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upstream meme PSSM #2; e=4.8e+03
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DVU0219

DVU0217

DVU2850
DVU0216

DVU0211

DVU0210
DVU0214

DVU0209

DVU0206

DVU0212

DVU0207

DVU2859
DVU0197

DVU2853

DVU2851

DVU2858

DVU2864

DVU2861

DVU2860

DVU2857

string
operons −200 −100 −1

tail/DNA circulation protein, putative: DVU0214−0.35
phage baseplate assembly protein V, putative: DVU0216−0.35

tail protein, putative: DVU0217−0.35
tail protein, putative: DVU0219−0.35

phage portal protein, lambda family: DVU0197−0.70
hypothetical protein: DVU0206−0.70
hypothetical protein: DVU0207−0.70
hypothetical protein: DVU0209−0.70

tail sheath protein, putative: DVU0210−0.70
tail tube protein, putative: DVU0211−0.70

hypothetical protein: DVU0212−0.70
tail protein, putative: DVU2850−2.66
tail protein, putative: DVU2851−2.66

phage baseplate assembly protein V, putative: DVU2853−2.66
hypothetical protein: DVU2857−2.66

tail tube protein, putative: DVU2858−2.66
tail sheath protein, putative: DVU2859−2.66

hypothetical protein: DVU2861−2.66
hypothetical protein: DVU2864−2.66
hypothetical protein: DVU2860−2.66

log10(P) upstream meme1 2 log10(P.clust)=−1.51; 20 seqs; 4 uniq
c(0.5, 2.5)
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