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Cluster: 0055 dvu; resid: 0.53; r/c: 17/360

x.range

upstream meme PSSM #1; e=100

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=9.5e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU2944

pyrE

DVU3274

DVU2238

DVU0872

DVU0397

DVU0347

DVU3061

nikR

purN

DVU0734

DVU1087

DVU1086

DVU2613

DVU2734

DVU0277

DVU3201 string
operons −200 −100 −1

sensory box histidine kinase: DVU3061−0.19

ErfK/YbiS/YcfS/YnhG family protein: DVU2944−0.34

orotate phosphoribosyltransferase: DVU2943−0.34

transferase, hexapeptide repeat family: DVU0347−0.50

rare lipoprotein A, putative: DVU0397−0.78

hypothetical protein: DVU3201−1.12

phosphoribosylglycinamide formyltransferase: DVU0736−1.39

glycosyl transferase, group 2 family protein: DVU0872−1.77

hypothetical protein: DVU2613−1.90

hypothetical protein: DVU3274−2.24

nickel responsive regulator: DVU2891−2.90

hypothetical protein: DVU2734−3.41

RNA methyltransferase, TrmH family: DVU2238−4.53

uroporphyrinogen III synthase/methyltransferase: DVU0734−5.55

transcriptional regulator, AraC family: DVU0277−5.61

hypothetical protein: DVU1086−8.13

hypothetical protein: DVU1087−8.13

log10(P) upstream meme1 2 log10(P.clust)=−2.87; 17 seqs; 15 uniq
c(0.5, 2.5)
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