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Cluster: 0042 dvu; resid: 0.35; r/c: 10/369

x.range

upstream meme PSSM #1; e=6.7e+03
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upstream meme PSSM #2; e=1.7e+04
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DVU2170

DVU2160

DVU1718
DVU1716

DVU2164
DVU2163

DVU1741

DVU2003
DVU2542

DVU2832

string
operons −200 −100 −1

transposase, IS5 family, truncation: DVU2003−0.04

hypothetical protein: DVU2163−0.53

lipoprotein, putative: DVU2164−0.53

hypothetical protein: DVU2160−0.76

hypothetical protein: DVU1716−2.24

hypothetical protein: DVU1718−2.24

minor capsid protein C: DVU2170−2.35

hypothetical protein: DVU1741−2.75

hypothetical protein: DVU2542−4.23

transcriptional regulator cII, putative: DVU2832−4.47

log10(P) upstream meme1 2 log10(P.clust)=−2.01; 10 seqs; 8 uniq
c(0.5, 2.5)
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