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Cluster: 0041 dvu; resid: 0.35; r/c: 10/367

x.range

upstream meme PSSM #1; e=1.7e+03
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upstream meme PSSM #2; e=1.1e+04
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DVU2701

DVU3139

DVU0081

string
operons −200 −100 −1

hypothetical protein: DVU2701−0.00

hypothetical protein: DVU2614−0.59

shikimate 5−dehydrogenase: DVU0115−0.88

response regulator: DVU2578−0.95

hypothetical protein: DVU1735−1.00

hypothetical protein: DVU2860−1.17

lipoprotein, putative: DVU2865−1.17

5−formyltetrahydrofolate cyclo−ligase family protein: DVU0366−1.64

erial extracellular solute−binding protein, family 3: DVU3139−1.79

sensory box histidine kinase/response regulator: DVU0081−2.89

log10(P) upstream meme1 2 log10(P.clust)=−1.21; 10 seqs; 9 uniq
c(0.5, 2.5)
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