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Cluster: 0038 dvu; resid: 0.39; r/c: 13/364

x.range

upstream meme PSSM #1; e=47
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x.range

y.
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upstream meme PSSM #2; e=2.1e+04

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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DVUA0066
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DVU0636

string
operons −200 −100 −1

hypothetical protein: DVU2732−0.36

AzlC family protein: DVU0031−0.74

response regulator/GGDEF domain protein: DVU0636−0.76

nitrogen regulatory protein P−II: DVUA0014−1.66

molybdenum ABC transporter, ATP−binding protein: DVU0180−2.64

phospholipase, patatin family: DVUA0066−3.34

tail fiber assembly protein, putative: DVU2848−3.66

hypothetical protein: DVU2829−4.69

hypothetical protein: DVU2830−4.69

tail protein, putative: DVU2852−5.18

tail protein, putative: DVU2854−5.18

hypothetical protein: DVU2856−5.18

hypothetical protein: DVU2868−5.54

log10(P) upstream meme1 2 log10(P.clust)=−3.36; 13 seqs; 10 uniq
c(0.5, 2.5)
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