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Cluster: 0037 dvu; resid: 0.57; r/c: 38/368

x.range

upstream meme PSSM #1; e=6.1e+03
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upstream meme PSSM #2; e=1.6e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU0641
pomB

DVU1993

DVU0040

DVU0257

DVU3021

DVU1442

DVU2551

DVU2972

DVU3036

DVU0147
DVU0145

DVU0140

galE

nhaC−1

DVU2590

DVU2589

DVU0218

DVU0232

DVU0301

DVU0358

DVU0392

DVU1011

DVU1126

DVU1604

DVU1691

DVU1906

DVU2267

DVU2311

DVU2473 DVU2498

DVU3060

DVU3111

DVU3225

DVU3342

DVU3391

DVU0425DVU0638

string
operons −200 −100 −1

HDIG domain protein: DVU3021−0.03
aromatic aminotransferase: DVU0392−0.07

hypothetical protein: DVU3225−0.09
hypothetical protein: DVU2267−0.09
hypothetical protein: DVU3060−0.09
lipoprotein, putative: DVU0147−0.10
lipoprotein, putative: DVU1126−0.10
hypothetical protein: DVU1604−0.11
hypothetical protein: DVU0425−0.12
hypothetical protein: DVU2589−0.14
sensory box protein: DVU2590−0.14
response regulator: DVU0140−0.18

tail protein, putative: DVU0218−0.18
hypothetical protein: DVU2473−0.24
hypothetical protein: DVU0638−0.27

Na+/H+ antiporter NhaC: DVU0381−0.30
hypothetical protein: DVU2498−0.39
hypothetical protein: DVU3036−0.44

acetyltransferase, GNAT family: DVU0257−0.46
HD domain protein: DVU2551−0.61

chemotaxis protein CheD, putative: DVU2972−0.65
cation−transporting ATPase, E1−E2 family: DVU1993−0.70

hypothetical protein: DVU0040−0.75
chemotaxis protein PomB: DVU0639−0.83

hypothetical protein: DVU0641−0.83
response regulator: DVU0145−0.92
hypothetical protein: DVU1011−1.04

transcriptional regulator, Crp/Fnr family: DVU3111−1.13
hypothetical protein: DVU1691−1.27

flagellin FlaG, putative: DVU1442−1.27
hypothetical protein: DVU3391−1.50
hypothetical protein: DVU0301−1.66
hypothetical protein: DVU0232−2.79
hypothetical protein: DVU2311−3.61
hypothetical protein: DVU3342−3.73
hypothetical protein: DVU1906−4.76

UDP−glucose 4−epimerase: DVU1360−9.06
hypothetical protein: DVU0358−9.25

log10(P) upstream meme1 2 log10(P.clust)=−1.31; 38 seqs; 37 uniq
c(0.5, 2.5)
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