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Cluster: 0035 dvu; resid: 0.58; r/c: 30/362

x.range

upstream meme PSSM #1; e=2.1e+04

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=4e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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operons −200 −100 −1

[NiFe] hydrogenase maturation protein HypF: DVU3067−0.17
hypothetical protein: DVU2766−0.21

iron−sulfur flavoprotein, putative: DVU2767−0.21
hypothetical protein: DVU1219−0.80

metallo−beta−lactamase family protein: DVU2765−1.13
hypothetical protein: DVU0760−1.31

asparaginyl−tRNA synthetase: DVU0007−1.44
lipoprotein, putative: DVU0761−1.64
response regulator: DVU0247−1.82

histidinol phosphatase, putative: DVU2490−1.88
ABC transporter, ATP−binding protein: DVU2491−1.88

sensory box protein: DVU1547−1.88
hypothetical protein: DVU3172−1.92

aminotransferase, class IV: DVU3047−2.36
hemerythrin family protein: DVU3049−2.36

aspartate−semialdehyde dehydrogenase: DVU3048−2.36
hypothetical protein: DVU2618−2.42
AsmA family protein: DVU0815−2.47
hypothetical protein: DVU0983−2.58

ABC transporter, ATP−binding protein: DVU0291−2.75
hypothetical protein: DVU2636−2.76

hydrogenase accessory protein HypB: DVU2329−2.82
MRP family protein: DVU2330−2.82
hypothetical protein: DVU3364−3.00

alcohol dehydrogenase, iron−containing: DVU2545−3.43
sensory box histidine kinase: DVU2546−3.43

rhodanese−like domain protein: DVU1368−5.23
GAF domain/sensory box/EAL domain protein: DVU3068−7.16

hypothetical protein: DVU2233−7.60
transcriptional regulator, GntR family: DVU2953−10.88

log10(P) upstream meme1 2 log10(P.clust)=−2.76; 30 seqs; 24 uniq
c(0.5, 2.5)
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