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Cluster: 0034 dvu; resid: 0.44; r/c: 21/374

x.range

upstream meme PSSM #1; e=1.4e−15
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upstream meme PSSM #2; e=0.15
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DVU0763
DVU0762

DVU2383

DVU2378
DVU0304

DVU0303

feoB

DVU2572

DVU2680

DVU2381

DVU2377

DVU2574

DVU2573

DVU3333DVU3332

DVU3331DVU3330

DVU0273

bioF

DVU2681

DVU3124

string
operons −200 −100 −1

hypothetical protein: DVU2377−0.01
hypothetical protein: DVU3124−0.11

tonB dependent receptor domain protein: DVU2383−0.13
hypothetical protein: DVU2381−0.13

8−amino−7−oxononanoate synthase: DVU2564−0.22
transcriptional regulator, AraC family: DVU2378−0.42

hypothetical protein: DVU2681−0.45
flavodoxin: DVU2680−5.44

ferrous iron transport protein B: DVU2571−6.38
ferrous iron transport protein A, putative: DVU2572−6.38

hypothetical protein: DVU2573−6.38
ferrous ion transport protein, putative: DVU2574−6.38

hypothetical protein: DVU3331−8.95
heavy metal translocating P−type ATPase: DVU3332−8.95

hypothetical protein: DVU3333−8.95
hypothetical protein: DVU3330−8.95
hypothetical protein: DVU0303−14.08
hypothetical protein: DVU0304−14.08
hypothetical protein: DVU0273−16.41
hypothetical protein: DVU0762−19.16

GGDEF domain protein: DVU0763−19.16
log10(P) upstream meme1 2 log10(P.clust)=−7.20; 21 seqs; 13 uniq

c(0.5, 2.5)
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