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Cluster: 0027 dvu; resid: 0.54; r/c: 29/361

x.range

upstream meme PSSM #1; e=0.6
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x.range

y.
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ng
e

upstream meme PSSM #2; e=480

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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DVU1825

DVU1824

DVU0765

DVU2771

DVU2804
DVU1600

DVU2769

DVU1826

malQ frr

DVU2903

modC

DVU0659

DVU0799

DVU1174

DVU1402

DVU1410

DVU1891

DVU2013

DVU2112

DVU2381

DVU2670

DVU2755

DVU2764

DVU2938

DVU3201

DVU3352

DVU1005

DVU2496

string
operons −200 −100 −1

hydroxypyruvate reductase, putative: DVU0765−0.04
hypothetical protein: DVU2755−0.08
lipoprotein, putative: DVU2496−0.09

4−alpha−glucanotransferase: DVU3148−0.09
metallo−beta−lactamase family protein: DVU2804−0.10

hypothetical protein: DVU1005−0.15
transcriptional regulator, LysR family: DVU1402−0.34

hypothetical protein: DVU2112−0.36
molybdenum ABC transporter, ATP−binding protein: DVU0180−0.40

lipoprotein, putative: DVU3352−0.40
hypothetical protein: DVU0659−0.40
hypothetical protein: DVU2771−0.47
hypothetical protein: DVU1174−0.52
hypothetical protein: DVU2938−0.74
hypothetical protein: DVU2670−0.80

ribosome recycling factor: DVU0870−1.06
HD domain protein: DVU2903−1.26
adenylate cyclase: DVU1600−1.72

hypothetical protein: DVU1891−1.90
hypothetical protein: DVU3201−2.14

hydroxylamine reductase: DVU2013−2.47
hypothetical protein: DVU2381−3.16
hypothetical protein: DVU2769−3.31

nitroreductase family protein: DVU2764−4.85
hypothetical protein: DVU1410−7.00
hypothetical protein: DVU0799−7.79
hypothetical protein: DVU1824−12.44

amidohydrolase family protein: DVU1825−12.44
hypothetical protein: DVU1826−12.44

log10(P) upstream meme1 2 log10(P.clust)=−2.72; 29 seqs; 28 uniq
c(0.5, 2.5)
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