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Cluster: 0026 dvu; resid: 0.60; r/c: 23/364

x.range

upstream meme PSSM #1; e=51
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x.range
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upstream meme PSSM #2; e=290

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU1531rnhB

DVU3158
cls

DVU0611

DVU0125

acpS

DVU3254

DVU0244

DVU0179

DVU1802

DVU2307

DVU0766

DVU0051
DVU0749

DVU0884

DVU0960

DVU1088

DVU1182

DVU1657

DVU2337

DVU2782

DVU2936

string −200 −100 −1
PDZ domain protein: DVU3254−0.37
hypothetical protein: DVU1657−0.41
hypothetical protein: DVU2782−0.46

methyltransferase, putative: DVU1531−0.48
hypothetical protein: DVU1802−0.54

holo−(acyl−carrier−protein) synthase: DVU1909−0.58
hypothetical protein: DVU0884−0.71
hypothetical protein: DVU0125−0.77
hypothetical protein: DVU2936−0.82
hypothetical protein: DVU1182−0.88

C4−type zinc finger protein, DksA/TraR family: DVU2307−0.90
ribonuclease HII: DVU0834−0.91

in/site−specific recombinase, phage integrase family: DVU0179−1.19
conserved hypothetical protein TIGR00044: DVU0051−1.68

DNA−binding response regulator: DVU0749−1.92
hypothetical protein: DVU0244−1.95

peptidase, M23/M37 family: DVU2337−2.31
hypothetical protein: DVU1088−2.95

vacJ lipoprotein, putative: DVU3158−3.82
transporter, putative: DVU0766−4.02

cardiolipin synthetase: DVU0424−4.02
ABC transporter, ATP−binding protein: DVU0611−5.00

hypothetical protein: DVU0960−5.06
log10(P) upstream meme1 2 log10(P.clust)=−1.81; 23 seqs; 23 uniq

c(0.5, 2.5)
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