
100 200 300 400 500 600 700

−
6

−
4

−
2

0
2

4
6

Cluster: 0023 dvu; resid: 0.47; r/c: 27/363

x.range

upstream meme PSSM #1; e=17
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upstream meme PSSM #2; e=6.5

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

●

●

●
●

●

●

●

●

●
●

●

●

●●●

●

●

●

●

●

●

●

●

●

●

●

●

DVU0649

DVU0648

recRDVU3199

DVU3198

cobI

DVU0991

DVU0990

hemL
DVU0988

recN

DVU0084

DVU1930ileSpurE

hisB

DVU3154

DVU0843

DVU3161

DVU0650

DVU0647

DVU3023
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DVU2322

string
operons −200 −100 −1

lipoprotein, putative: DVU1039−0.25
imidazoleglycerol−phosphate dehydratase: DVU1040−0.25

ribosylaminoimidazole carboxylase, catalytic subunit: DVU0487−0.40
P−−glucose−1−phosphate uridylyltransferase, putative: DVU2322−0.51

ABC transporter, ATP−binding protein: DVU3161−0.73
hypothetical protein: DVU0348−1.36

glutamate−1−semialdehyde−2,1−aminomutase: DVU3168−2.24
nslation initiation factor, aIF−2BI family, putative: DVU0084−2.27

precorrin−2 C20−methyltransferase: DVU0646−2.30
 periplasmic iron compount−binding protein, putative: DVU0647−2.30

iron compound ABC transporter, ATP−binding protein: DVU0648−2.30
iron compound ABC transporter, permease protein: DVU0649−2.30

chelatase, putative: DVU0650−2.30
isoleucyl−tRNA synthetase: DVU1927−2.49

hypothetical protein: DVU1929−2.49
TPR domain protein: DVU1930−2.49

sigma−54 dependent DNA−binding response regulator: DVU3023−2.81
hypothetical protein: DVU0843−3.08

HAM1 family protein: DVU3154−3.91
DNA repair protein RecN: DVU2463−4.00

hypothetical protein: DVU2464−4.00
DNA polymerase III, gamma and tau subunits, putative: DVU3198−5.97

conserved hypothetical protein TIGR00103: DVU3199−5.97
recombination protein RecR: DVU3200−5.97

carbohydrate kinase, PfkB family: DVU0988−8.52
endonuclease III, putative: DVU0990−8.52

hypothetical protein: DVU0991−8.52
log10(P) upstream meme1 2 log10(P.clust)=−3.27; 27 seqs; 16 uniq

c(0.5, 2.5)
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