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Cluster: 0021 dvu; resid: 0.32; r/c: 10/372

x.range

upstream meme PSSM #1; e=94
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upstream meme PSSM #2; e=1.8e+04

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

●

●

●

●

●

●

●

●

●

●

DVU0887

DVU1122

DVU1490
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DVU1712

DVU1757

DVU2165

DVU2186

DVU2262

DVU2344

−200 −100 −1

hypothetical protein: DVU1696−0.02

transglycosylase, putative: DVU0887−0.13

lysozyme, putative: DVU2165−0.50

hypothetical protein: DVU1712−1.69

portal protein, putative: DVU1122−2.35

tail tape measure protein, putative: DVU1490−4.46

hypothetical protein: DVU2186−5.20

hypothetical protein: DVU2344−7.12

hypothetical protein: DVU2262−7.22

site−specific recombinase, phage integrase family: DVU1757−9.66

log10(P) upstream meme1 2 log10(P.clust)=−3.84; 10 seqs; 10 uniq
c(0.5, 2.5)
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