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Cluster: 0019 dvu; resid: 0.44; r/c: 14/372

x.range

upstream meme PSSM #1; e=1.4e+03

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
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e

upstream meme PSSM #2; e=1.7e+04

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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string
operons −200 −100 −1

lipoprotein, putative: DVU0609−0.20

Ser/Thr protein phosphatase family protein: DVU0367−0.21

hypothetical protein: DVU0486−0.67

methyl−accepting chemotaxis protein: DVU1962−2.54

Glu/Leu/Phe/Val dehydrogenase family protein: DVU0964−2.79

ATP−dependent RNA helicase RhlE: DVU1982−2.87

site−specific recombinase, phage integrase family: DVU2828−3.03

shikimate kinase II: DVU0892−3.21

methyl−accepting chemotaxis protein: DVU1884−3.72

sensory box histidine kinase: DVU3152−4.38

cobalamin biosynthesis protein CbiG: DVU3169−4.59

hypothetical protein: DVU3354−5.57

CBS domain protein: DVU0444−6.53

hypothetical protein: DVU0447−6.53

log10(P) upstream meme1 2 log10(P.clust)=−3.34; 14 seqs; 13 uniq
c(0.5, 2.5)
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