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Cluster: 0018 dvu; resid: 0.44; r/c: 20/367

x.range

upstream meme PSSM #1; e=1.5

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+04

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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string
operons −200 −100 −1

preprotein translocase subunit SecG: DVU1676−0.02
30S ribosomal protein S21: DVU1792−0.04

single−strand binding protein: DVU2222−0.16
trigger factor: DVU1334−0.17

ce/damage−inducible protein CinA protein, truncation: DVU1033−0.29
iron−sulfur cluster−binding protein: DVU1931−0.32

ribosomal protein L34: DVU1074−2.30
RNA−binding protein: DVU1257−2.41

50S ribosomal protein L19: DVU0835−2.52
16S rRNA processing protein RimM: DVU0837−2.52

hypothetical protein: DVU0838−2.52
30S ribosomal protein S16: DVU0839−2.52
30S ribosomal protein S10: DVU1302−2.57

RNA−binding protein: DVU2215−3.26
50S ribosomal protein L21: DVU0927−4.64
50S ribosomal protein L27: DVU0928−4.64
threonyl−tRNA synthetase: DVU2538−6.35

ISD1, transposase OrfB: DVU0563−7.01
elongation factor Tu: DVU2920−7.10

DNA gyrase, A subunit: DVU0004−8.20
log10(P) upstream meme1 2 log10(P.clust)=−2.98; 20 seqs; 16 uniq

c(0.5, 2.5)
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