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Cluster: 0016 dvu; resid: 0.48; r/c: 23/368

x.range

upstream meme PSSM #1; e=0.46
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upstream meme PSSM #2; e=120
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dapF

lysA−1

DVU1655
mutS

folK

DVU1851
DVU1850

prfB DVU2655DVU0407

DVUA0071

clpP

DVU1244

DVU0916

DVU2201

DVU1582

DVU1572

DVU1648

DVU2650

DVU0941

DVU1005

DVU1612

DVU2609

string
operons −200 −100 −1

hypothetical protein: DVU2650−0.48
hypothetical protein: DVU1005−0.58

eptide chain release factor 2, programmed frameshift: DVU1861−0.69
diaminopimelate epimerase: DVU1867−1.19

D−alanyl−D−alanine carboxypeptidase family protein: DVU2655−1.19
hypothetical protein: DVU1582−1.28

redox−sensing transcriptional repressor Rex: DVU0916−1.34
hypothetical protein: DVU1244−1.55

transcriptional regulator, CarD family: DVU1572−1.70
chemotaxis MotB protein, putative: DVU2609−1.97

diaminopimelate decarboxylase: DVU1647−2.47
lipoprotein, putative: DVU1648−2.47

DNA mismatch repair protein: DVU1649−2.47
aspartate aminotransferase: DVU1655−2.47

y−6− hydroxymethyldihydropteridine pyrophosphokinase: DVU1656−2.47
CBS domain protein: DVU1850−3.17

peptidase, M23/M37 family: DVU1851−3.17
rare lipoprotein A family protein: DVU0407−5.13

peptidase, M16 family: DVU0941−5.14
glycosyl transferase, group 1/2 family protein: DVUA0071−5.97

ATP−dependent Clp protease, proteolytic subunit: DVU1335−6.35
alcohol dehydrogenase, iron−containing: DVU2201−6.44

ACT domain protein: DVU1612−8.33
log10(P) upstream meme1 2 log10(P.clust)=−2.96; 23 seqs; 19 uniq

c(0.5, 2.5)
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