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Cluster: 0015 dvu; resid: 0.50; r/c: 19/361

x.range

upstream meme PSSM #1; e=3.2e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.7e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU2994

DVU0117

DVU1163

hisF
murB

umuC

trmU

DVU0621

DVU0539

DVU3007
DVU3000

DVU0022

DVU0681

DVU2023 DVU2041

DVU2661 DVU2736

DVU3128

DVUA0125 string −200 −100 −1
sigma−54 dependent DNA−binding response regulator: DVU0539−0.03

lipoprotein, putative: DVU3128−0.04
hypothetical protein: DVU2023−0.08
hypothetical protein: DVU3007−0.09

glycosyl transferase, group 2 family protein: DVU2994−0.60
hypothetical protein: DVU2041−0.74

sigma−54 dependent DNA−binding response regulator: DVU0621−0.99
midazoleglycerol phosphate synthase, cyclase subunit: DVU0286−1.27

HAMP domain/GGDEF domain/EAL domain protein: DVU0022−2.80
UDP−N−acetylenolpyruvoylglucosamine reductase: DVU2502−2.93

major facilitator superfamily protein: DVU1163−2.99
transglycosylase, SLT family: DVUA0125−3.61

hypothetical protein: DVU3000−3.68
translocation pathway signal sequence domain protein: DVU2661−3.86

glycosyl transferase, group 2 family protein: DVU0117−4.64
methylaminomethyl−2−thiouridylate)−methyltransferase: DVU0807−5.09

hypothetical protein: DVU2736−6.27
sensor histidine kinase/response regulator: DVU0681−7.36

umuC protein: DVU2906−7.43
log10(P) upstream meme1 2 log10(P.clust)=−2.87; 19 seqs; 19 uniq

c(0.5, 2.5)
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